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LcGA20oxC ; LcAGL6/13c
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LcFTa3
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Dof zinc finger DOF5.2−like protein (A) ; LcCDF45b2
2065110 ; 2110667
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LcCDF45b2 ; Dof zinc finger DOF5.2−like protein (A)
2509054 ; 2554611
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LcCDF45b2 ; Dof zinc finger DOF5.2−like protein (A)
2509859 ; 2555416
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LcCDF2b
1212130
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Actin−related protein ARP4 ; Uncharacterized protein (5)
937301 ; 2867588
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Actin−related protein ARP4 ; Uncharacterized protein (5)
629126 ; 2559413
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Actin−related protein ARP4 ; Uncharacterized protein (5) ; AP2 domain transcription factor (A)
74028 ; 2004315 ; 2889516
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Actin−related protein ARP4 ; Uncharacterized protein (5) ; AP2 domain transcription factor (A)
761838 ; 1168449 ; 2053650
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AP2 domain transcription factor (A) ; Uncharacterized protein (5)
1169536 ; 2054737
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AP2 domain transcription factor (A)
2423787
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AP2 domain transcription factor (A)
2685370
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AP2 domain transcription factor (A)
2685642
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