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Myb transcription factor (B)
1752763
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Myb transcription factor (B) ; Lysine−specific demethylase REF6−like protein
944962 ; 1240468
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Ubiquitin ligase cop1 (B)
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MADS−box transcription factor (B) ; CCAAT−binding transcription factor (C ) ; CCAAT−binding transcription factor (B) ; F−box GID2−like protein
1890607 ; 2324599 ; 2336786 ; 2861885
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MADS−box transcription factor (B) ; CCAAT−binding transcription factor (C ) ; CCAAT−binding transcription factor (B) ; F−box GID2−like protein
1893602 ; 2327594 ; 2339781 ; 2864880
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MADS−box transcription factor (B) ; CCAAT−binding transcription factor (C ) ; CCAAT−binding transcription factor (B) ; F−box GID2−like protein
1909689 ; 2343681 ; 2355868 ; 2880967
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Lcu.2RBY.Chr3p378927633

MADS−box transcription factor (B) ; CCAAT−binding transcription factor (C ) ; CCAAT−binding transcription factor (B) ; F−box GID2−like protein
1957385 ; 2391377 ; 2403564 ; 2928663
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LcELF3a
1546853
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LcELF3a
1189184
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LcELF3a
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LcCOLc
1384650
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Ubiquitin carboxyl−terminal hydrolase (A)
1779237
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Ubiquitin carboxyl−terminal hydrolase (A)
592037
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LcEMF1
2494094
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LcEMF1
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LcEMF1
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Uncharacterized protein (6)
2738160
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Uncharacterized protein (6)
2496724



Su17_Tf Su17_Pf PTModel_b PTModel_c

Su17_DTF Ba17_DTF Ne17_DTF It17_DTF

G T G T G T G T

100

120

140

0.0010

0.0015

0.0020

0.0025

50

75

100

125

150

5e−04

1e−03

60

80

100

400

600

800

1000

40

45

50

55

60

2000

4000

6000

D
T

F

Cluster 1 2 3 4 5 6 7 8

Lcu.2RBY.Chr3p408860927

Uncharacterized protein (6)
2331724
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Uncharacterized protein (6)
2330146
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Uncharacterized protein (6)
640713
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Uncharacterized protein (6)
285681
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Uncharacterized protein (6)
349816
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Uncharacterized protein (6)
552599
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Uncharacterized protein (6)
877352
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LcAP3a ; Uncharacterized protein (6)
2832394 ; 2959760
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LcAP3a ; Uncharacterized protein (6)
2806488 ; 2985666



Su17_Tf Su17_Pf PTModel_b PTModel_c

Su17_DTF Ba17_DTF Ne17_DTF It17_DTF

G T G T G T G T

100

120

140

0.0010

0.0015

0.0020

0.0025

50

75

100

125

150

5e−04

1e−03

60

80

100

400

600

800

1000

40

45

50

55

60

2000

4000

6000

D
T

F

Cluster 1 2 3 4 5 6 7 8

Lcu.2RBY.Chr3p414187054

LcAP3a ; Uncharacterized protein (6)
2797751 ; 2994403
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LcAP3a
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Methyltransferase ; LcAP3a
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Methyltransferase ; LcAP3a
123945 ; 2711973



Su17_Tf Su17_Pf PTModel_b PTModel_c

Su17_DTF Ba17_DTF Ne17_DTF It17_DTF

C T C T C T C T

100

120

140

0.0010

0.0015

0.0020

0.0025

50

75

100

125

150

5e−04

1e−03

60

80

100

400

600

800

1000

40

45

50

55

60

2000

4000

6000

D
T

F

Cluster 1 2 3 4 5 6 7 8

Lcu.2RBY.Chr3p420225624

Methyltransferase
404901



Su17_Tf Su17_Pf PTModel_b PTModel_c

Su17_DTF Ba17_DTF Ne17_DTF It17_DTF

A T A T A T A T

100

120

140

0.0010

0.0015

0.0020

0.0025

50

75

100

125

150

5e−04

1e−03

60

80

100

400

600

800

1000

40

45

50

55

60

2000

4000

6000

D
T

F

Cluster 1 2 3 4 5 6 7 8

Lcu.2RBY.Chr3p420421917

Methyltransferase
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E3 ubiquitin−protein ligase MARCH3
2610699



Su17_Tf Su17_Pf PTModel_b PTModel_c

Su17_DTF Ba17_DTF Ne17_DTF It17_DTF

A G A G A G A G

100

120

140

0.0010

0.0015

0.0020

0.0025

50

75

100

125

150

5e−04

1e−03

60

80

100

400

600

800

1000

40

45

50

55

60

2000

4000

6000

D
T

F

Cluster 1 2 3 4 5 6 7 8

Lcu.2RBY.Chr3p426933413

E3 ubiquitin−protein ligase MARCH3 ; Uncharacterized protein (11)
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430053 ; 685148


