
Su17_Tf Su17_Pf PTModel_b PTModel_c

Su17_DTF Ba17_DTF Ne17_DTF It17_DTF

C G C G C G C G

100

120

140

0.0010

0.0015

0.0020

0.0025

50

75

100

125

150

5e−04

1e−03

60

80

100

400

600

800

1000

40

45

50

55

60

2000

4000

6000

D
T

F

Cluster 1 2 3 4 5 6 7 8

Lcu.2RBY.Chr5p794856

LcGA2oxL ; LcSPA12a
124680 ; 2158556



Su17_Tf Su17_Pf PTModel_b PTModel_c

Su17_DTF Ba17_DTF Ne17_DTF It17_DTF

A G A G A G A G

100

120

140

0.0010

0.0015

0.0020

0.0025

50

75

100

125

150

5e−04

1e−03

60

80

100

400

600

800

1000

40

45

50

55

60

2000

4000

6000

D
T

F

Cluster 1 2 3 4 5 6 7 8

Lcu.2RBY.Chr5p845993

LcGA2oxL ; LcSPA12a
175817 ; 2107419



Su17_Tf Su17_Pf PTModel_b PTModel_c

Su17_DTF Ba17_DTF Ne17_DTF It17_DTF

C T C T C T C T

100

120

140

0.0010

0.0015

0.0020

0.0025

50

75

100

125

150

5e−04

1e−03

60

80

100

400

600

800

1000

40

45

50

55

60

2000

4000

6000

D
T

F

Cluster 1 2 3 4 5 6 7 8

Lcu.2RBY.Chr5p923479

LcGA2oxL ; LcSPA12a
253303 ; 2029933



Su17_Tf Su17_Pf PTModel_b PTModel_c

Su17_DTF Ba17_DTF Ne17_DTF It17_DTF

G T G T G T G T

100

120

140

0.0010

0.0015

0.0020

0.0025

50

75

100

125

150

5e−04

1e−03

60

80

100

400

600

800

1000

40

45

50

55

60

2000

4000

6000

D
T

F

Cluster 1 2 3 4 5 6 7 8

Lcu.2RBY.Chr5p925830

LcGA2oxL ; LcSPA12a
255654 ; 2027582



Su17_Tf Su17_Pf PTModel_b PTModel_c

Su17_DTF Ba17_DTF Ne17_DTF It17_DTF

A T A T A T A T

100

120

140

0.0010

0.0015

0.0020

0.0025

50

75

100

125

150

5e−04

1e−03

60

80

100

400

600

800

1000

40

45

50

55

60

2000

4000

6000

D
T

F

Cluster 1 2 3 4 5 6 7 8

Lcu.2RBY.Chr5p1045842

LcGA2oxL ; LcSPA12a
375666 ; 1907570



Su17_Tf Su17_Pf PTModel_b PTModel_c

Su17_DTF Ba17_DTF Ne17_DTF It17_DTF

G T G T G T G T

100

120

140

0.0010

0.0015

0.0020

0.0025

50

75

100

125

150

5e−04

1e−03

60

80

100

400

600

800

1000

40

45

50

55

60

2000

4000

6000

D
T

F

Cluster 1 2 3 4 5 6 7 8

Lcu.2RBY.Chr5p1046814

LcGA2oxL ; LcSPA12a
376638 ; 1906598



Su17_Tf Su17_Pf PTModel_b PTModel_c

Su17_DTF Ba17_DTF Ne17_DTF It17_DTF

A G A G A G A G

100

120

140

0.0010

0.0015

0.0020

0.0025

50

75

100

125

150

5e−04

1e−03

60

80

100

400

600

800

1000

40

45

50

55

60

2000

4000

6000

D
T

F

Cluster 1 2 3 4 5 6 7 8

Lcu.2RBY.Chr5p1061938

LcGA2oxL ; LcSPA12a
391762 ; 1891474



Su17_Tf Su17_Pf PTModel_b PTModel_c

Su17_DTF Ba17_DTF Ne17_DTF It17_DTF

C T C T C T C T

100

120

140

0.0010

0.0015

0.0020

0.0025

50

75

100

125

150

5e−04

1e−03

60

80

100

400

600

800

1000

40

45

50

55

60

2000

4000

6000

D
T

F

Cluster 1 2 3 4 5 6 7 8

Lcu.2RBY.Chr5p1068024

LcGA2oxL ; LcSPA12a
397848 ; 1885388



Su17_Tf Su17_Pf PTModel_b PTModel_c

Su17_DTF Ba17_DTF Ne17_DTF It17_DTF

A C A C A C A C

100

120

140

0.0010

0.0015

0.0020

0.0025

50

75

100

125

150

5e−04

1e−03

60

80

100

400

600

800

1000

40

45

50

55

60

2000

4000

6000

D
T

F

Cluster 1 2 3 4 5 6 7 8

Lcu.2RBY.Chr5p1069654

LcGA2oxL ; LcSPA12a
399478 ; 1883758



Su17_Tf Su17_Pf PTModel_b PTModel_c

Su17_DTF Ba17_DTF Ne17_DTF It17_DTF

C T C T C T C T

100

120

140

0.0010

0.0015

0.0020

0.0025

50

75

100

125

150

5e−04

1e−03

60

80

100

400

600

800

1000

40

45

50

55

60

2000

4000

6000

D
T

F

Cluster 1 2 3 4 5 6 7 8

Lcu.2RBY.Chr5p1071511

LcGA2oxL ; LcSPA12a
401335 ; 1881901



Su17_Tf Su17_Pf PTModel_b PTModel_c

Su17_DTF Ba17_DTF Ne17_DTF It17_DTF

C T C T C T C T

100

120

140

0.0010

0.0015

0.0020

0.0025

50

75

100

125

150

5e−04

1e−03

60

80

100

400

600

800

1000

40

45

50

55

60

2000

4000

6000

D
T

F

Cluster 1 2 3 4 5 6 7 8

Lcu.2RBY.Chr5p1077484

LcGA2oxL ; LcSPA12a
407308 ; 1875928



Su17_Tf Su17_Pf PTModel_b PTModel_c

Su17_DTF Ba17_DTF Ne17_DTF It17_DTF

C T C T C T C T

100

120

140

0.0010

0.0015

0.0020

0.0025

50

75

100

125

150

5e−04

1e−03

60

80

100

400

600

800

1000

40

45

50

55

60

2000

4000

6000

D
T

F

Cluster 1 2 3 4 5 6 7 8

Lcu.2RBY.Chr5p1080837

LcGA2oxL ; LcSPA12a
410661 ; 1872575



Su17_Tf Su17_Pf PTModel_b PTModel_c

Su17_DTF Ba17_DTF Ne17_DTF It17_DTF

A G A G A G A G

100

120

140

0.0010

0.0015

0.0020

0.0025

50

75

100

125

150

5e−04

1e−03

60

80

100

400

600

800

1000

40

45

50

55

60

2000

4000

6000

D
T

F

Cluster 1 2 3 4 5 6 7 8

Lcu.2RBY.Chr5p1080859

LcGA2oxL ; LcSPA12a
410683 ; 1872553



Su17_Tf Su17_Pf PTModel_b PTModel_c

Su17_DTF Ba17_DTF Ne17_DTF It17_DTF

C T C T C T C T

100

120

140

0.0010

0.0015

0.0020

0.0025

50

75

100

125

150

5e−04

1e−03

60

80

100

400

600

800

1000

40

45

50

55

60

2000

4000

6000

D
T

F

Cluster 1 2 3 4 5 6 7 8

Lcu.2RBY.Chr5p1085716

LcGA2oxL ; LcSPA12a
415540 ; 1867696



Su17_Tf Su17_Pf PTModel_b PTModel_c

Su17_DTF Ba17_DTF Ne17_DTF It17_DTF

C T C T C T C T

100

120

140

0.0010

0.0015

0.0020

0.0025

50

75

100

125

150

5e−04

1e−03

60

80

100

400

600

800

1000

40

45

50

55

60

2000

4000

6000

D
T

F

Cluster 1 2 3 4 5 6 7 8

Lcu.2RBY.Chr5p1087736

LcGA2oxL ; LcSPA12a
417560 ; 1865676



Su17_Tf Su17_Pf PTModel_b PTModel_c

Su17_DTF Ba17_DTF Ne17_DTF It17_DTF

A G A G A G A G

100

120

140

0.0010

0.0015

0.0020

0.0025

50

75

100

125

150

5e−04

1e−03

60

80

100

400

600

800

1000

40

45

50

55

60

2000

4000

6000

D
T

F

Cluster 1 2 3 4 5 6 7 8

Lcu.2RBY.Chr5p1088314

LcGA2oxL ; LcSPA12a
418138 ; 1865098



Su17_Tf Su17_Pf PTModel_b PTModel_c

Su17_DTF Ba17_DTF Ne17_DTF It17_DTF

A C A C A C A C

100

120

140

0.0010

0.0015

0.0020

0.0025

50

75

100

125

150

5e−04

1e−03

60

80

100

400

600

800

1000

40

45

50

55

60

2000

4000

6000

D
T

F

Cluster 1 2 3 4 5 6 7 8

Lcu.2RBY.Chr5p1089891

LcGA2oxL ; LcSPA12a
419715 ; 1863521



Su17_Tf Su17_Pf PTModel_b PTModel_c

Su17_DTF Ba17_DTF Ne17_DTF It17_DTF

A T A T A T A T

100

120

140

0.0010

0.0015

0.0020

0.0025

50

75

100

125

150

5e−04

1e−03

60

80

100

400

600

800

1000

40

45

50

55

60

2000

4000

6000

D
T

F

Cluster 1 2 3 4 5 6 7 8

Lcu.2RBY.Chr5p1507056

LcGA2oxL ; LcSPA12a
836880 ; 1446356



Su17_Tf Su17_Pf PTModel_b PTModel_c

Su17_DTF Ba17_DTF Ne17_DTF It17_DTF

C T C T C T C T

100

120

140

0.0010

0.0015

0.0020

0.0025

50

75

100

125

5e−04

1e−03

60

80

100

400

600

800

1000

40

45

50

55

60

2000

4000

6000

D
T

F

Cluster 1 2 3 4 5 6 7 8

Lcu.2RBY.Chr5p1528645

LcGA2oxL ; LcSPA12a
858469 ; 1424767



Su17_Tf Su17_Pf PTModel_b PTModel_c

Su17_DTF Ba17_DTF Ne17_DTF It17_DTF

C T C T C T C T

100

120

140

0.0010

0.0015

0.0020

0.0025

50

75

100

125

150

5e−04

1e−03

60

80

100

400

600

800

1000

40

45

50

55

60

2000

4000

6000

D
T

F

Cluster 1 2 3 4 5 6 7 8

Lcu.2RBY.Chr5p1550123

LcGA2oxL ; LcSPA12a
879947 ; 1403289



Su17_Tf Su17_Pf PTModel_b PTModel_c

Su17_DTF Ba17_DTF Ne17_DTF It17_DTF

A G A G A G A G

100

120

140

0.0010

0.0015

0.0020

0.0025

50

75

100

125

150

5e−04

1e−03

60

80

100

400

600

800

1000

40

45

50

55

60

2000

4000

6000

D
T

F

Cluster 1 2 3 4 5 6 7 8

Lcu.2RBY.Chr5p1556772

LcGA2oxL ; LcSPA12a
886596 ; 1396640



Su17_Tf Su17_Pf PTModel_b PTModel_c

Su17_DTF Ba17_DTF Ne17_DTF It17_DTF

A G A G A G A G

100

120

140

0.0010

0.0015

0.0020

0.0025

50

75

100

125

150

5e−04

1e−03

60

80

100

400

600

800

1000

40

45

50

55

60

2000

4000

6000

D
T

F

Cluster 1 2 3 4 5 6 7 8

Lcu.2RBY.Chr5p1561706

LcGA2oxL ; LcSPA12a
891530 ; 1391706



Su17_Tf Su17_Pf PTModel_b PTModel_c

Su17_DTF Ba17_DTF Ne17_DTF It17_DTF

A T A T A T A T

100

120

140

0.0010

0.0015

0.0020

0.0025

50

75

100

125

150

5e−04

1e−03

60

80

100

400

600

800

1000

40

45

50

55

60

2000

4000

6000

D
T

F

Cluster 1 2 3 4 5 6 7 8

Lcu.2RBY.Chr5p1628189

LcGA2oxL ; LcSPA12a
958013 ; 1325223



Su17_Tf Su17_Pf PTModel_b PTModel_c

Su17_DTF Ba17_DTF Ne17_DTF It17_DTF

A T A T A T A T

100

120

140

0.0010

0.0015

0.0020

0.0025

50

75

100

125

150

5e−04

1e−03

60

80

100

400

600

800

1000

40

45

50

55

60

2000

4000

6000

D
T

F

Cluster 1 2 3 4 5 6 7 8

Lcu.2RBY.Chr5p1642089

LcGA2oxL ; LcSPA12a
971913 ; 1311323



Su17_Tf Su17_Pf PTModel_b PTModel_c

Su17_DTF Ba17_DTF Ne17_DTF It17_DTF

A G A G A G A G

100

120

140

0.0010

0.0015

0.0020

0.0025

50

75

100

125

150

5e−04

1e−03

60

80

100

400

600

800

1000

40

45

50

55

60

2000

4000

6000

D
T

F

Cluster 1 2 3 4 5 6 7 8

Lcu.2RBY.Chr5p1654425

LcGA2oxL ; LcSPA12a
984249 ; 1298987



Su17_Tf Su17_Pf PTModel_b PTModel_c

Su17_DTF Ba17_DTF Ne17_DTF It17_DTF

A G A G A G A G

100

120

140

0.0010

0.0015

0.0020

0.0025

50

75

100

125

150

5e−04

1e−03

60

80

100

400

600

800

1000

40

45

50

55

60

2000

4000

6000

D
T

F

Cluster 1 2 3 4 5 6 7 8

Lcu.2RBY.Chr5p1682460

LcGA2oxL ; LcSPA12a
1012284 ; 1270952



Su17_Tf Su17_Pf PTModel_b PTModel_c

Su17_DTF Ba17_DTF Ne17_DTF It17_DTF

A T A T A T A T

100

120

140

0.0010

0.0015

0.0020

0.0025

50

75

100

125

150

5e−04

1e−03

60

80

100

400

600

800

1000

40

45

50

55

60

2000

4000

6000

D
T

F

Cluster 1 2 3 4 5 6 7 8

Lcu.2RBY.Chr5p1734235

LcGA2oxL ; LcSPA12a
1064059 ; 1219177



Su17_Tf Su17_Pf PTModel_b PTModel_c

Su17_DTF Ba17_DTF Ne17_DTF It17_DTF

G T G T G T G T

100

120

140

0.0010

0.0015

0.0020

0.0025

50

75

100

125

150

5e−04

1e−03

60

80

100

400

600

800

1000

40

45

50

55

60

2000

4000

6000

D
T

F

Cluster 1 2 3 4 5 6 7 8

Lcu.2RBY.Chr5p1756408

LcGA2oxL ; LcSPA12a
1086232 ; 1197004



Su17_Tf Su17_Pf PTModel_b PTModel_c

Su17_DTF Ba17_DTF Ne17_DTF It17_DTF

A G A G A G A G

100

120

140

0.0010

0.0015

0.0020

0.0025

50

75

100

125

150

5e−04

1e−03

60

80

100

400

600

800

1000

40

45

50

55

60

2000

4000

6000

D
T

F

Cluster 1 2 3 4 5 6 7 8

Lcu.2RBY.Chr5p1881618

LcSPA12a ; LcGA2oxL
1071794 ; 1211442



Su17_Tf Su17_Pf PTModel_b PTModel_c

Su17_DTF Ba17_DTF Ne17_DTF It17_DTF

A G A G A G A G

100

120

140

0.0010

0.0015

0.0020

0.0025

50

75

100

125

150

5e−04

1e−03

60

80

100

400

600

800

1000

40

45

50

55

60

2000

4000

6000

D
T

F

Cluster 1 2 3 4 5 6 7 8

Lcu.2RBY.Chr5p2091145

LcSPA12a ; LcGA2oxL
862267 ; 1420969



Su17_Tf Su17_Pf PTModel_b PTModel_c

Su17_DTF Ba17_DTF Ne17_DTF It17_DTF

A T A T A T A T

100

120

140

0.0010

0.0015

0.0020

0.0025

50

75

100

125

5e−04

1e−03

60

80

100

400

600

800

1000

40

45

50

55

60

2000

4000

6000

D
T

F

Cluster 1 2 3 4 5 6 7 8

Lcu.2RBY.Chr5p2715543

LcSPA12a ; LcGA2oxL
237869 ; 2045367



Su17_Tf Su17_Pf PTModel_b PTModel_c

Su17_DTF Ba17_DTF Ne17_DTF It17_DTF

A T A T A T A T

100

120

140

0.0010

0.0015

0.0020

0.0025

50

75

100

125

150

5e−04

1e−03

60

80

100

400

600

800

1000

40

45

50

55

60

2000

4000

6000

D
T

F

Cluster 1 2 3 4 5 6 7 8

Lcu.2RBY.Chr5p4658781

LcEMF2 ; Casein kinase II subunit beta (A) ; LcSPA12a
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Casein kinase II subunit beta (A) ; LcEMF2
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Casein kinase II subunit beta (A) ; LcEMF2
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AP2 domain transcription factor (B) ; LcCLF ; Casein kinase II subunit beta (A)
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AP2 domain transcription factor (B) ; LcCLF
718280 ; 885532
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LcCLF ; AP2 domain transcription factor (B) ; BEL1−related homeotic protein
33045 ; 134207 ; 2747136
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LcCLF ; AP2 domain transcription factor (B) ; BEL1−related homeotic protein
712831 ; 880083 ; 2001260
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LcCLF ; AP2 domain transcription factor (B) ; BEL1−related homeotic protein
958390 ; 1125642 ; 1755701
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LcCLF ; AP2 domain transcription factor (B) ; BEL1−related homeotic protein
1056464 ; 1223716 ; 1657627
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LcCLF ; BEL1−related homeotic protein ; AP2 domain transcription factor (B)
1301388 ; 1412703 ; 1468640
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LcAP3b
903265
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LcAP3b
726832
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LcAP3b
413383
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LRR receptor−like kinase
2506476



Su17_Tf Su17_Pf PTModel_b PTModel_c

Su17_DTF Ba17_DTF Ne17_DTF It17_DTF

C T C T C T C T

100

120

140

0.0010

0.0015

0.0020

0.0025

50

75

100

125

150

5e−04

1e−03

60

80

100

400

600

800

1000

40

45

50

55

60

2000

4000

6000

D
T

F

Cluster 1 2 3 4 5 6 7 8

Lcu.2RBY.Chr5p36642660



Su17_Tf Su17_Pf PTModel_b PTModel_c

Su17_DTF Ba17_DTF Ne17_DTF It17_DTF

C T C T C T C T

100

120

140

0.0010

0.0015

0.0020

0.0025

50

75

100

125

150

5e−04

1e−03

60

80

100

400

600

800

1000

40

45

50

55

60

2000

4000

6000

D
T

F

Cluster 1 2 3 4 5 6 7 8

Lcu.2RBY.Chr5p41823287



Su17_Tf Su17_Pf PTModel_b PTModel_c

Su17_DTF Ba17_DTF Ne17_DTF It17_DTF

C G C G C G C G

100

120

140

0.0010

0.0015

0.0020

0.0025

50

75

100

125

150

5e−04

1e−03

60

80

100

400

600

800

1000

40

45

50

55

60

2000

4000

6000

D
T

F

Cluster 1 2 3 4 5 6 7 8

Lcu.2RBY.Chr5p60534469



Su17_Tf Su17_Pf PTModel_b PTModel_c

Su17_DTF Ba17_DTF Ne17_DTF It17_DTF

G T G T G T G T

100

120

140

0.0015

0.0020

0.0025

80

100

120

140

0.00025

0.00050

0.00075

0.00100

0.00125

50

60

70

80

90

100

400

500

600

700

800

900

40

45

50

55

60

2000

4000

6000

D
T

F

Cluster 1 2 3 4 5 6 7 8

Lcu.2RBY.Chr5p71164540
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LcSVPc
2587454
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LcSVPc
2587396
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LcSVPc
1518230
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LcSVPc
2001527
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Phytochrome and flowering time regulatory protein (A) ; Phytochrome and flowering time regulatory protein (B) ; LcTEMa
6493 ; 490755 ; 2955345
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WNK kinase (A)
610986
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LcHUB2a ; LcCOP1
2209096 ; 2937568
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LcHUB2a ; LcCOP1 ; Methyltransferase−like protein (B)
422176 ; 1150648 ; 1317856
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LcHUB2a ; LcCOP1 ; Methyltransferase−like protein (B)
103571 ; 624901 ; 792109
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LcHUB2a ; LcCOP1 ; Methyltransferase−like protein (B)
361545 ; 366927 ; 534135
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LcCOP1 ; Methyltransferase−like protein (B) ; LcHUB2a
5622 ; 161586 ; 734094
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Methyltransferase−like protein (B) ; LcCOP1 ; LcHUB2a
7904 ; 175112 ; 903584
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Lcu.2RBY.Chr5p429233349

Methyltransferase−like protein (B) ; LcCOP1 ; LcHUB2a ; Uncharacterized protein (9)
773944 ; 941152 ; 1669624 ; 2285954
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Lcu.2RBY.Chr5p429233417

Methyltransferase−like protein (B) ; LcCOP1 ; LcHUB2a ; Uncharacterized protein (9)
774012 ; 941220 ; 1669692 ; 2285886
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Uncharacterized protein (9)
1766106
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Lcu.2RBY.Chr5p433404042

Uncharacterized protein (9)
1884739
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Lcu.2RBY.Chr5p434502614

Uncharacterized protein (9)
2983311
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Ubiquitin carboxyl−terminal hydrolase (B)
1857502
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Lcu.2RBY.Chr5p448506212

Ubiquitin carboxyl−terminal hydrolase (B) ; LcGA3oxA
315610 ; 2766870
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Lcu.2RBY.Chr5p448777677

Ubiquitin carboxyl−terminal hydrolase (B) ; LcGA3oxA
44145 ; 2495405
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Ubiquitin carboxyl−terminal hydrolase (B) ; LcGA3oxA
42092 ; 2493352
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LcCOLb
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