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LcTOC1a ; Phytochrome (B)
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Phytochrome (B) ; LcTOC1a
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Phytochrome (B) ; LcTOC1a
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LcSPL6b ; LcFULb
255385 ; 689053
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LcSPL6b ; LcFULb
73182 ; 506850
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LcFULb ; LcSPL6b
53126 ; 380542
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LcFULb ; LcSPL6b
870385 ; 1304053
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LcFULb ; LcSPL6b
1172675 ; 1606343
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LcFULb ; LcSPL6b
2140658 ; 2574326
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LcFULb ; LcSPL6b
2230549 ; 2664217
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LcFULb
2698659
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Uncharacterized protein (12) ; Ubiquitin−like−specific protease ESD4−like protein
1283914 ; 1522001
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Uncharacterized protein (12) ; Ubiquitin−like−specific protease ESD4−like protein
1207821 ; 1445908
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LcFCA ; LcGA2oxE
651943 ; 1145066
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LcFCA ; LcGA2oxE
177932 ; 671055
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LcGA2oxE ; LcFCA
106576 ; 386547
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LcGA2oxE ; LcFCA
1343802 ; 1836925
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LcGA2oxE ; LcFCA
1365434 ; 1858557
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LcELF4b ; LcVIP3 ; LcGA2oxE
2081436 ; 2470625 ; 2551915
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LcELF4b ; LcVIP3
1576124 ; 1965313
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LcVIP3 ; LcELF4b
182445 ; 206744
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LcVIP3 ; LcELF4b
902799 ; 1291988
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LcCOLd ; LcVIP3
1015648 ; 2925789
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LcCOLd
237337
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LcCOLd
1459608
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